
Nuclide Method Value Quality Outliers Recommended
20Na Unweighted Average 447.0(20) ms N/A None 447.9(23) ms

Weighted Average 447.9(23) Chi2: 0.82
Limit. of Stat. Weights 447.9(23) Chi2: 0.82
Normalization Residuals 447.9(23) Chi2: 0.82
Rajeval Technique 448.1(24) Chi2: 0.73
MBR (Method of Best Representation) 447.3(33)  97.90%
Boostrap 447.1(34) Chi2: 0.85
Mandel‐Paule 447.9(23) Chi2: 0.82


